caArray - MAGE schema part I:
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ANALYSISRESUL_T_EXPERIMENT

ANALYSISRESULTS_ID: NUMBER

T_EXPERIMENT_ID: NUMBER

ANSFORMATION

ID: NUMBER

BIOASSAYMAPPING_ID: NUMBER

QUANTITATIONTYPEMAPPING_ID: NUMBER

DESIGNELEMENTMAPPING_ID: NUMBER

ARRAYDESIGN

ID: NUMBER

VERSION: VARCHAR2(255)

NUMBEROFFEATURES: NUMBER

ARRAYGROUP

ID: NUMBER

BARCODE: VARCHAR2(255)

ARRAYSPACINGX: FLOAT(126)

ARRAYSPACINGY: FLOAT(126)

NUMARRAYS: NUMBER

ORIENTATIONMARK: VARCHAR2(255)

ORIENTATIONMARKPOSITION: VARCHAR2(20)

WIDTH: FLOAT(126)

LENGTH: FLOAT(126)

DISTANCEUNIT_ID: NUMBER

SUBSTRATETYPE_ID: NUMBER

ARRAYMANUFACT_T_ARRAYMANUFA

ARRAYMANUFACTURERS_ID: NUMBER

T_ARRAYMANUFACTURE_ID: NUMBER

AUDITTAB

ID: NUMBER

DATE_: CHAR(10)

ACTION: VARCHAR2(20)

T_DESCRIBABLE_ID: NUMBER

PERFORMER_ID: NUMBER

BIBLIOGRAPHICREFERENCE

ID: NUMBER

TITLE: VARCHAR2(255)

AUTHORS: VARCHAR2(255)

PUBLICATION: VARCHAR2(255)

PUBLISHER: VARCHAR2(255)

EDITOR: VARCHAR2(255)

YEAR: VARCHAR2(255)

VOLUME: VARCHAR2(255)

ISSUE: VARCHAR2(255)

PAGES: VARCHAR2(255)

URI: VARCHAR2(255)

T_DESCRIPTION_ID: NUMBER

BIOASSAYDATACLUSTER

ID: NUMBER

CLUSTERBIOASSAYDATA_ID: NUMBER

BIOASSAYDATAS_T_TRANSFORMAT

BIOASSAYDATASOURCES_ID: NUMBER

T_TRANSFORMATION_ID: NUMBER

BIOASSAYDIMENSION

ID: NUMBER

BIOASSAYMAP

ID: NUMBER

BIOASSAYMAPTARGET_ID: NUMBER

BIOASSAYMAPPING

ID: NUMBER

BIOASSAYMAPS_T_BIOASSAYMAP

BIOASSAYMAPS_ID: NUMBER

T_BIOASSAYMAPPING_ID: NUMBER

BIOASSAYS_T_BIOASSAYDIM

BIOASSAYS_ID: NUMBER

T_BIOASSAYDIMENSION_ID: NUMBER

BIOASSAYTREATMENT

ID: NUMBER

PHYSICALBIOASSAY_ID: NUMBER

TARGET_ID: NUMBER

BIODATACUBE

ID: NUMBER

CUBE: CLOB

BIODATATUPLES

ID: NUMBER

BIOEVENT

ID: NUMBER

BIOLOGICALCHA_T_COMPOSITESE

BIOLOGICALCHARACTERISTICS_ID: NUMBER

T_COMPOSITESEQUENCE_ID: NUMBER

BIOMATERIALMEASUREMENT

ID: NUMBER

BIOMATERIAL_ID: NUMBER

T_TREATMENT_ID: NUMBER

MEASUREMENT_ID: NUMBER

T_BIOASSAYCREATION_ID: NUMBER

BIOSAMPLE

ID: NUMBER

TYPE_ONTOLOGYENTRY_ID: NUMBER

BIOSEQUENCE

ID: NUMBER

LENGTH: NUMBER

ISAPPROXIMATELENGTH: CHAR(5)

ISCIRCULAR: CHAR(5)

SEQUENCE: VARCHAR2(255)

POLYMERTYPE_ID: NUMBER

TYPE_ID: NUMBER

SPECIES_ID: NUMBER

CHANNEL

ID: NUMBER

T_IMAGE_ID: NUMBER

CHANNELS_T_BIOASSAY

CHANNELS_ID: NUMBER

T_BIOASSAY_ID: NUMBER

COMPOSITECOMPOSITEMAP

ID: NUMBER

COMPOSITESEQUENCE_ID: NUMBER

COMPOSITEGROUP

ID: NUMBER

COMPOSITEGROU_T_ARRAYDESIGN

COMPOSITEGROUPS_ID: NUMBER

T_ARRAYDESIGN_ID: NUMBER

COMPOSITEPOSITION

ID: NUMBER

T_COMPOSITECOMPOSITEMAP_ID: NUMBER

COMPOSITE_ID: NUMBER

COMPOSITESEQUENCE

ID: NUMBER

COMPOSITESEQUENCEDIMENSION

ID: NUMBER

COMPOSITESEQU_T_COMPOSITEGR

COMPOSITESEQUENCES_ID: NUMBER

T_COMPOSITEGROUP_ID: NUMBER

COMPOSITESEQU_T_COMPOSITESE

COMPOSITESEQUENCES_ID: NUMBER

T_COMPOSITESEQUENCEDIMENSIO_ID: NUMBER

COMPOUND

ID: NUMBER

ISSOLVENT: CHAR(5)

MERCKINDEX_ID: NUMBER

COMPOUNDMEASUREMENT

ID: NUMBER

T_COMPOUND_ID: NUMBER

COMPOUND_ID: NUMBER

T_TREATMENT_ID: NUMBER

MEASUREMENT_ID: NUMBER

CONCENTRATIONUNIT

ID: NUMBER

UNITNAMECV: VARCHAR2(20)

CONFIDENCEINDICATOR

ID: NUMBER

TARGETQUANTITATIONTYPE_ID: NUMBER

CONTACTS_T_DATABASE

CONTACTS_ID: NUMBER

T_DATABASE_ID: NUMBER

CONTAINEDFEAT_T_FEATUREDIME

CONTAINEDFEATURES_ID: NUMBER

T_FEATUREDIMENSION_ID: NUMBER

CONTROLFEATUR_CONTROLLEDFEA

CONTROLFEATURES_ID: NUMBER

CONTROLLEDFEATURES_ID: NUMBER

DERIVEDBIOASSAY

ID: NUMBER

TYPE_ID: NUMBER

DERIVEDBIOASSAYDATA

ID: NUMBER

PRODUCERTRANSFORMATION_ID: NUMBER

DERIVEDBIOASS_T_DERIVEDBIOA

DERIVEDBIOASSAYDATA_ID: NUMBER

T_DERIVEDBIOASSAY_ID: NUMBER

DERIVEDSIGNAL

ID: NUMBER

DESCRIBABLE

ID: NUMBER

SECURITY_ID: NUMBER

DESCRIPTION

ID: NUMBER

TEXT: VARCHAR2(4000)

OBJECT_ID: NUMBER

OBJECT_NAME: VARCHAR2(50)

EXTERNALREFERENCE_ID: NUMBER

URI: VARCHAR2(50)

DESIGNELEMENT

ID: NUMBER

CONTROLTYPE_ID: NUMBER

DESIGNELEMENTDIMENSION

ID: NUMBER

DESIGNELEMENTMAP

ID: NUMBER

DESIGNELEMENTMAPPING

ID: NUMBER

DESIGNELEMENT_T_DESIGNELEME

DESIGNELEMENTMAPS_ID: NUMBER

T_DESIGNELEMENTMAPPING_ID: NUMBER

DESIGNPROVIDE_T_ARRAYDESIGN

DESIGNPROVIDERS_ID: NUMBER

T_ARRAYDESIGN_ID: NUMBER

DISTANCEUNIT

ID: NUMBER

UNITNAMECV: VARCHAR2(20)

EATMENT

ID: NUMBER

ORDER_: NUMBER

T_BIOMATERIAL_ID: NUMBER

ACTIONMEASUREMENT_ID: NUMBER

ACTION_ID: NUMBER

ERROR

ID: NUMBER

EXPECTEDVALUE

ID: NUMBER

EXPERIMENT_DESCRIPTION

EXPERIMENT_ID: NUMBER

DESCRIPTION_ID: NUMBER

EXTENDABLE

ID: NUMBER

FEATUREDIMENSION

ID: NUMBER

FEATUREEXTRACTION

ID: NUMBER

PHYSICALBIOASSAYSOURCE_ID: NUMBER

MEASUREDBIOASSAYTARGET_ID: NUMBER

FEATUREINFORMATION

ID: NUMBER

FEATURE_ID: NUMBER

T_FEATUREREPORTERMAP_ID: NUMBER

FEATURELOCATION

ID: NUMBER

ROW_: NUMBER

COLUMN_: NUMBER

FEATUREREPORTERMAP

ID: NUMBER

REPORTER_ID: NUMBER

FIDUCIAL

ID: NUMBER

T_ARRAYGROUP_ID: NUMBER

DISTANCEUNIT_ID: NUMBER

FIDUCIALTYPE_ID: NUMBER

POSITION_ID: NUMBER

HARDWAREMANUF_T_HARDWARE

HARDWAREMANUFACTURERS_ID: NUMBER

T_HARDWARE_ID: NUMBER

HYBRIDIZATION

ID: NUMBER

IDENTIFIABLE

ID: NUMBER

IDENTIFIER: VARCHAR2(255)

NAME: VARCHAR2(255)

IMAGE

ID: NUMBER

URI: VARCHAR2(255)

T_PHYSICALBIOASSAY_ID: NUMBER

T_IMAGEACQUISITION_ID: NUMBER

FORMAT_ID: NUMBER

IMAGEACQUISITION

ID: NUMBER

IMMOBILIZEDCH_T_REPORTER

IMMOBILIZEDCHARACTERISTICS_ID: NUMBER

T_REPORTER_ID: NUMBER

LABELEDEXTRACT

ID: NUMBER

LABELS_T_CHANNEL

LABELS_ID: NUMBER

T_CHANNEL_ID: NUMBER

LABELS_T_LABELEDEXTRACT

LABELS_ID: NUMBER

T_LABELEDEXTRACT_ID: NUMBER

MANUFACTURELIMS

ID: NUMBER

QUALITY: VARCHAR2(255)

T_ARRAYMANUFACTURE_ID: NUMBER

FEATURE_ID: NUMBER

IDENTIFIERLIMS_ID: NUMBER

BIOMATERIAL_ID: NUMBER

MANUFACTURELIMSBIOMATERIAL

ID: NUMBER

BIOMATERIALPLATEIDENTIFIER: VARCHAR2(255)

BIOMATERIALPLATEROW: VARCHAR2(255)

BIOMATERIALPLATECOL: VARCHAR2(255)

MAP

ID: NUMBER

MASSUNIT

ID: NUMBER

UNITNAMECV: VARCHAR2(20)

MEASUREDBIOASSAY

ID: NUMBER

MEASUREDBIOASSAYDATA

ID: NUMBER

MEASUREDBIO_MEASUREDBIOAS

T_MEASUREDBIOASSAY_ID: NUMBER

MEASUREDBIOASSAYDATA_ID: NUMBER

MEASUREDSIGNAL

ID: NUMBER

MISMATCHINFORMATION

ID: NUMBER

STARTCOORD: NUMBER

NEWSEQUENCE: VARCHAR2(255)

REPLACEDLENGTH: NUMBER

T_REPORTERPOSITION_ID: NUMBER

T_COMPOSITEPOSITION_ID: NUMBER

T_FEATUREINFORMATION_ID: NUMBER

MPERATUREUNIT

ID: NUMBER

UNITNAMECV: VARCHAR2(20)

NAMEVALUETYPE

ID: NUMBER

NAME: VARCHAR2(255)

VALUE: VARCHAR2(255)

TYPE: VARCHAR2(255)

T_ARRAYMANUFACTURE_ID: NUMBER

T_BIOMATERIAL_ID: NUMBER

T_BIOASSAYDATA_ID: NUMBER

T_EXTENDABLE_ID: NUMBER

T_NAMEVALUETYPE_ID: NUMBER

NODE

ID: NUMBER

T_BIOASSAYDATACLUSTER_ID: NUMBER

T_NODE_ID: NUMBER

NODECONTENTS

ID: NUMBER

T_NODE_ID: NUMBER

DESIGNELEMENTDIMENSION_ID: NUMBER

QUANTITATIONDIMENSION_ID: NUMBER

BIOASSAYDIMENSION_ID: NUMBER

NODEVALUE

ID: NUMBER

VALUE: VARCHAR2(1)

DATATYPE_ONTOLOGYENTRY_ID: NUMBER

SCALE_ONTOLOGYENTRY_ID: NUMBER

TYPE_ONTOLOGYENTRY_ID: NUMBER

OBJECT_MAP

OBJECT_NAME: VARCHAR2(50)

ATTRIBUTE_NAME: VARCHAR2(50)

CRITERIA_TYPE: VARCHAR2(50)

TABLE_NAME: VARCHAR2(50)

ASSOCIATED_TABLE_NAME: VARCHAR2(50)

ID_COLUMN_NAME: VARCHAR2(50)

ASSOCIATED_ID_COLUMN_NAME: VARCHAR2(50)

COLUMN_NAME: VARCHAR2(50)

ATTRIBUTE_DATA_TYPE: VARCHAR2(50)

OBJECT_SELECTION_COLUMN_NAME: VARCHAR2(50)

IS_SECURE: NUMBER

OBJECT_TO_OBJECT_MAP

FROM_OBJECT_NAME: VARCHAR2(50)

TO_OBJECT_NAME: VARCHAR2(50)

ID: NUMBER

TO_OBJECT_CRITERIA: VARCHAR2(50)

CORRELATION_TABLE_NAME: VARCHAR2(50)

CORR_TABLE_OBJECT_ID: VARCHAR2(50)

CORR_TABLE_ASSOCIATION_ID: VARCHAR2(50)

SEARCH_TABLE_ID: VARCHAR2(50)

FROM_OBJECT_ID: VARCHAR2(50)

RELATION_TYPE: VARCHAR2(50)

CARDINALITY: VARCHAR2(10)

OBJECT_TO_ONTOLOGYENTRY_MAP

OBJECT_NAME: VARCHAR2(50)

ATTRIBUTE_NAME: VARCHAR2(50)

MULTIPLICITY: VARCHAR2(50)

CATEGORY: VARCHAR2(50)

COLUMN_NAME: VARCHAR2(50)

ONTOLOGYENTRY

ID: NUMBER

CATEGORY: VARCHAR2(255)

VALUE: VARCHAR2(255)

DESCRIPTION: VARCHAR2(255)

T_DESIGNELEMENTGROUP_ID: NUMBER

T_BIOSOURCE_ID: NUMBER

T_CONTACT_ID: NUMBER

T_EXPERIMENTDESIGN_ID: NUMBER

T_DESCRIPTION_ID: NUMBER

ONTOLOGYREFERENCE_ID: NUMBER

T_BIBLIOGRAPHICREFERENCE_ID: NUMBER

T_BIOSEQUENCE_ID: NUMBER

T_REPORTER_ID: NUMBER

ORGANIZATION

ID: NUMBER

PARENT_ID: NUMBER

PARAMETERIZABLE

ID: NUMBER

URI: VARCHAR2(255)

PARAMETERIZABLEAPPLICATION

ID: NUMBER

PERFORMERS_T_PROTOCOLAPP

PERFORMERS_ID: NUMBER

T_PROTOCOLAPPLICATION_ID: NUMBER

PERSON

ID: NUMBER

LASTNAME: VARCHAR2(255)

FIRSTNAME: VARCHAR2(255)

MIDINITIALS: VARCHAR2(255)

AFFILIATION_ID: NUMBER

PHYSICALARRAYDESIGN

ID: NUMBER

SURFACETYPE_ID: NUMBER

PLEVELBIOAS_T_EXPERIMENTD

TOPLEVELBIOASSAYS_ID: NUMBER

T_EXPERIMENTDESIGN_ID: NUMBER

POSITIONDELTA

ID: NUMBER

DELTAX: FLOAT(126)

DELTAY: FLOAT(126)

DISTANCEUNIT_ID: NUMBER

PRESENTABSENT

ID: NUMBER

PROTOCOLAPPLICATION

ID: NUMBER

ACTIVITYDATE: VARCHAR2(255)

T_ARRAYDESIGN_ID: NUMBER

T_ARRAYMANUFACTURE_ID: NUMBER

PROTOCOL_ID: NUMBER

T_BIOEVENT_ID: NUMBER

PROVIDERS_T_EXPERIMENT

PROVIDERS_ID: NUMBER

T_EXPERIMENT_ID: NUMBER

PVALUE

ID: NUMBER

QUANTITATIONTYPEDIMENSION

ID: NUMBER

QUANTITATIONTYPEMAP

ID: NUMBER

TARGETQUANTITATIONTYPE_ID: NUMBER

QUANTITATIONTYPEMAPPING

ID: NUMBER

QUANTITATIONT_T_QUANTITATI1

QUANTITATIONTYPEMAPS_ID: NUMBER

T_QUANTITATIONTYPEMAPPING_ID: NUMBER

QUANTITATIONT_T_QUANTITATIO

QUANTITATIONTYPES_ID: NUMBER

T_QUANTITATIONTYPEDIMENSION_ID: NUMBER

QUANTITYUNIT

ID: NUMBER

UNITNAMECV: VARCHAR2(20)

RATIO

ID: NUMBER

READGROUPS_T_SECURITY

READGROUPS_ID: NUMBER

T_SECURITY_ID: NUMBER

REPORTERCOMPOSITEMAP

ID: NUMBER

COMPOSITESEQUENCE_ID: NUMBER

REPORTERDIMENSION

ID: NUMBER

REPORTERGROUP_T_ARRAYDESIGN

REPORTERGROUPS_ID: NUMBER

T_ARRAYDESIGN_ID: NUMBER

REPORTERPOSITION

ID: NUMBER

REPORTER_ID: NUMBER

T_REPORTERCOMPOSITEMAP_ID: NUMBER

REPORTERS_T_REPORTERDIM

REPORTERS_ID: NUMBER

T_REPORTERDIMENSION_ID: NUMBER

SECURITYGROUP

ID: NUMBER

SECURITYGROUP_MEMBERS

T_SECURITYGROUP_ID: NUMBER

MEMBERS_ID: NUMBER

SEQFEATURE

ID: NUMBER

BASIS: VARCHAR2(20)

T_BIOSEQUENCE_ID: NUMBER

SEQFEATURELOCATION

ID: NUMBER

STRANDTYPE: VARCHAR2(255)

COORDINATE_ID: NUMBER

SEQFEATURELOC_SEQFEATURELOC

ID: NUMBER

SEQUENCEFEATURELOCATION_ID: NUMBER

SEQFEATURE_SEQFEATURELOCATION

SEQUENCEFEATURE_ID: NUMBER

SEQUENCEFEATURELOCATION_ID: NUMBER

SEQUENCEPOSITION

ID: NUMBER

START_: NUMBER

END: NUMBER

SOFTWAREMANUF_T_SOFTWARE

SOFTWAREMANUFACTURERS_ID: NUMBER

T_SOFTWARE_ID: NUMBER

SOFTWARES_T_SOFTWARE

SOFTWARES_ID: NUMBER

T_SOFTWARE_ID: NUMBER

SOURCEBIOASSA_T_BIOASSAYMAP

SOURCEBIOASSAYS_ID: NUMBER

T_BIOASSAYMAP_ID: NUMBER

SOURCESQUANTI_T_QUANTITATIO

SOURCESQUANTITATIONTYPE_ID: NUMBER

T_QUANTITATIONTYPEMAP_ID: NUMBER

SPECIALIZEDQUANTITATIONTYPE

ID: NUMBER

STANDARDQUANTITATIONTYPE

ID: NUMBER

TEMPERATUREUNIT

ID: NUMBER

UNITNAMECV: VARCHAR2(20)

TIMEUNIT

ID: NUMBER

UNITNAMECV: VARCHAR2(20)

TRANSFORMATION

ID: NUMBER

BIOASSAYMAPPING_ID: NUMBER

DERIVEDBIOASSAYDATA_ID: NUMBER

DESIGNELEMENTMAPPING_ID: NUMBER

QUANTITATIONTYPEMAPPING_ID: NUMBER

UNIT

ID: NUMBER

UNITNAME: VARCHAR2(255)

VOLUMEUNIT

ID: NUMBER

UNITNAMECV: VARCHAR2(20)

WRITEGROUPS_T_SECURITY

WRITEGROUPS_ID: NUMBER

T_SECURITY_ID: NUMBER

ZONE

ID: NUMBER

ROW_: NUMBER

COLUMN_: NUMBER

UPPERLEFTX: FLOAT(126)

UPPERLEFTY: FLOAT(126)

LOWERRIGHTX: FLOAT(126)

LOWERRIGHTY: FLOAT(126)

T_ZONEGROUP_ID: NUMBER

DISTANCEUNIT_ID: NUMBER

ARRAYMANUFACTUREDEVIATION

ID: <array_manufacture_de...>

T_ARRAY_ID: <array_id>

ARRAYMANUFA_T_ARRAYMANU

ARRAYMANUFACTURERS_ID: <contact_id>

T_ARRAYMANUFACTURE_ID: <array_id>

BIOASSAYDATUM

ID: <BIOASSAY_DATUM_ID>

VALUE: <BIOASSAY_DATUM_VALUE>

BIOASSAY_ID: <BIOASSAY_ID>

QUANTITATIONTYPE_ID: <QUANTITATION_TYPE_ID>

DESIGNELEMENT_ID: <REPORTER_ID>

CONTACT_ARRAYDESIGN

CONTACT_ID: <contact_id>

ARRAYDESIGN_ID: <array_design_id>

CONTACT_ARRAYMANUFACTURE

CONTACT_ID: <contact_id>

ARRAYMANUFACTURE_ID: <array_id>

CONTACT_DATABASE

CONTACT_ID: <contact_id>

DATABASE_ID: <database_id>

CONTACT_EXPERIMENT

CONTACT_ID: <contact_id>

EXPERIMENT_ID: <experiment_id>

DATABASEENTRY

ID: <database_reference_i...>

ACCESSION: <accession>

ACCESSIONVERSION: <accession_version>

URI: <database_reference_u...>

DATABASE_ID: <database_id>

TYPE: <database_type>

T_BIOSEQUENCE_ID: <NULL>

DESIGNPROVI_T_ARRAYDESI

DESIGNPROVIDERS_ID: <contact_id>

T_ARRAYDESIGN_ID: <array_design_id>

EXPERIMENTALFACTOR

EXPERIMENTAL_FACTOR_ID: <EXPERIMENTAL_FACTOR_...>

EXPERIMENTAL_FACTOR_NAME: <EXPERIMENTAL_FACTOR_...>

EXPERIMENTAL_FACTOR_CATEGORY: <EXPERIMENTAL_FACTOR_...>

EXPERIMENT_ID: <EXPERIMENT_ID>

EXPERIMENTDESIGN

EXPERIMENT_DESIGN_TYPE_ID: <EXPERIMENT_DESIGN_TY...>

EXPERIMENT_DESIGN_TYPE_NAME: <EXPERIMENT_DESIGN_TY...>

EXPERIMENT_BIOASSAYCLUSTER

EXPERIMENT_ID: <experiment_id>

BIOASSAYCLUSTER_ID: <clustering_id>

EXPERIMENT_BIOASSAYDATA

EXPERIMENT_ID: <experiment_id>

BIOASSAYDATA_ID: <bioassay_data_id>

EXTERNALREFERENCE

ID: <external_reference_i...>

EXPORTEDFROMSERVER: <exported_from_server>

EXPORTEDFROMDB: <exported_from_databa...>

EXPORTID: <export_id>

EXPORTNAME: <export_name>

FACTORVALUE

ID: <experimental_factor_...>

T_BIOASSAY_ID: <NULL>

EXPERIMENTALFACTOR_ID: <experimental_factor_...>

MEASUREMENT_ID: <measurement_id>

VALUE_ID: <NULL>

PARAMETERVALUE

ID: <PARAMETERS.PARAMETER...>

VALUE: <PARAMETER_VALUE>

PARAMETERTYPE_ID: <PARAMETER_TYPE>

SOFTWAREAPPLICATION_ID: <SOFTWARE_ID>

HARDWAREAPPLICATION_ID: <HARDWARE_ID>

PHYSICALBIOASSAY

ID: <bioassay_id>

BIOASSAYCREATION_ID: <bioassay_id>

PROTOCOLS_EXPERIMENTS

PROTOCOLS_ID: <PROTOCOL_ID>

EXPERIMENTS_ID: <EXPERIMENT_ID>

PROTOCOL_HARDWARES

T_PROTOCOL_ID: <PROTOCOL_ID>

HARDWARES_ID: <HARDWARE_ID>

PROTOCOL_SOFTWARES

T_PROTOCOL_ID: <PROTOCOL_ID>

SOFTWARES_ID: <SOFTWARE_ID>

ZONELAYOUT

ID: <zone_group_id>

NUMFEATURESPERROW: <num_features_per_row>

NUMFEATURESPERCOL: <num_features_per_col...>

SPACINGBETWEENROWS: <spacing_between_rows>

SPACINGBETWEENCOLS: <spacing_between_colu...>

DISTANCEUNIT_ID: <NULL>



caArray - MAGE schema part II:
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caArray - MAGE schema part III:
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caArray – MAGE schema part IV:

[image: image4.png]Bi0source
10: NUMBER

D: BIOMATERIAL BIOMATERIAL_ID
(ATERIAL_TYPE: BIOMATERIALMATERIAL_TYPE

SOURCECONTACT_ID: NUMBER

RGANISM_NCEL: <organism_ncbi>
QURCE: <aurce>

ELL_TYPE: <call_type>
ELLLINE: <cell_iine>

Ex: <secr

ISEASE_STATE: <disease_state>
ISEASE STAGE: <disesse_daga>
ISEASE_GRADE: <disesse_grade>
{HISTOLOSY: shistology:

BIOMATERIAL
BIOMATERIAL_ID: NUMBER
VATERIAL TYPE: VARCHARZ(I024)

EXPERIMENT.

ID: experiment EXPERIMENT_ID
ID: experiment EXPERIMENT 1D

MIAMECOMPLIANT: <NULL>

MIAMECOMPLIANT: <NULL>

MIAMEAUTHORITY: <NULL>

MIAMEAUTHORITY: <NULL>

ELEASEDATE: <T0_CHAR(ubmision_d..>
ELEASEDATE: <TO_CHARGubmision_d..>
ESERVED: <NULL>

ESERVED: <NULL>
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LATFORMTYPE: <platform_type_name>
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8

L IOMATERIALS_ID: <axperiment axperimen..>
| EXPERIMENTS J; BIDMATERIAL BIOMATERIAL 1D

axperiment
EXPERIMENT_ID: NUMBER

BloAssAY
BIDASSAY_ID: NUMBER

BIDASSAY_TYPE: VARCHARZ(ZE) |-
BIDASSAY NAME: VARCHARZCZS8)
EXPERIMENT_ID: NUMBER

BInAssAY, N
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EXPERMENT ID; <dodevt experiment e

bioasaYDATA BIOASSAYDATA,

o} ID: <3 BIOASSAY_DATA_ID>
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